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Enterobacteriaceae sp.

Klebsiella sp.

Total (before decontam)

Trace amounts

0.00 0.02 0.04 0.06 0.08

Estimated abs. abund. (in ng)

Acinetobacter baumannii

Bacillus sp.

Chitinophagales sp

Fusobacteriaceae sp

Parabacteroides goldsteinii

Phocaeicola sp.

Prevotella intermedia

Citrobacter koseri 
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